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Progress of detection methods and applications of Thiobacillus denitrificans

Wang Yijing

(College of Eco—Environment and Urban Construction, Fuzhou 350118, China)

Abstract; Thibacillus denitrificans, a representative autotrophic denitrifying bacteria which is differ-

ent from heterotrophic denitrifiers, has drawn increasing attention. The denitrifying functional genes

and key genes putatively associated with sulfur-compound oxidation in T. denitrificans were

described. The character of the colony distribution ( community structure) of NR-SOB was analysed.

The detection measures and the application state of T. denitrificans in wastewater field were reviewed.

Issues to be resolved in the present research were discussed along with the prospects (trend) of the

future study.
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Fig.1 The mechanism schematic of the desulfuration
and denitrification funcitional enzymes of

Thiobacillus denitrificans
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